gi 260071452 gb GQ350182 1 Uncultured marine bacterium clone SHBC1105
§§;i 260072059 gb GQ350789 1 Uncultured marine bacterium clone SHBH396
1 260072248 gb GQ350978 1 Uncultured marine bacterium clone SHBH770
8 1 260069461 gb GQ348191 1 Uncultured marine bacterium clone SGSX1093
- Qi 260070694 gb GQ349424 1 Uncultured marine bacterium clone SHAS533
01&i 260070680 gb GQ349410 1 Uncultured marine bacterium clone SHAS514
gi 260070824 gb GQ349554 1 Uncultured marine bacterium clone SHAS755
&i 260072148 gb GQ350878 1 Uncultured marine bacterium clone SHBH573
Ok%i 260070098 gb GQ348828 1 Uncultured marine bacterium clone SHAG390
i 307567524 gb HQ163376 1 Uncultured bacterium clone SHZZ390
gi 260071451 gb GQ350181 1 Uncultured marine bacterium clone SHBC1104
019i 260071552 gb GQ350282 1 Uncultured marine bacterium clone SHBC465
gi 260070706 gb GQ349436 1 Uncultured marine bacterium clone SHAS552
i 260071999 gb GQ350729 1 Uncultured marine bacterium clone SHBH1052
89' 260070599 gb GQ349329 1 Uncultured marine bacterium clone SHAS390
gi 260070102 gb GQ348832 1 Uncultured marine bacterium clone SHAG394
O gi 260068510 gb GQ347240 1 Uncultured marine bacterium clone SGSC760
gi 260072107 gb GQ350837 1 Uncultured marine bacterium clone SHBH495
gi 260068341 gb GQ347071 1 Uncultured marine bacterium clone SGSC1066
gi 260068487 gb GQ347217 1 Uncultured marine bacterium clone SGSC684
i 260071983 gb GQ350713 1 Uncultured marine bacterium clone SHBH1030
a5 9i 260072307 gb GQ351037 1 Uncultured marine bacterium clone SHBH883
1 i 260072272 gb GQ351002 1 Uncultured marine bacterium clone SHBH815
Q8gi 260070815 gb GQ349545 1 Uncultured marine bacterium clone SHAS742
gi 260068115 gb GQ346845 1 Uncultured marine bacterium clone SGPZ422
gi 260070450 gb GQ349180 1 Uncultured marine bacterium clone SHANS07
gi 260070673 gb GQ349403 1 Uncultured marine bacterium clone SHAS505
gi 260072096 gb GQ350826 1 Uncultured marine bacterium clone SHBH474
@l 307567744 gb HQ163596 1 Uncultured bacterium clone SHZZ722
0le9! 260072021 gb GQ350751 1 Uncultured marine bacterium clone SHBH1091
gi 260069471 gb GQ348201 1 Uncultured marine bacterium clone SGSX1119
gi 260070546 gb GQ349276 1 Uncultured marine bacterium clone SHANG87
[gl 156046544 gb EU092080 1 Uncultured marine bacterium clone A723907
gi 156046545 gb EU092081 1 Uncultured marine bacterium clone A723910
T 51 &&scaffold 2816
gi 315364002 gb HQ674275 1 Uncultured bacterium clone F9P261000 S O04
—— @i 307567881 gb HQ163733 1 Uncultured bacterium clone SIAC652
~o —— @i 260068730 gb GQ347460 1 Uncultured marine bacterium clone SGSH460
1 —=51-1&&scaffold 3417rc
1 L @i 315362229 gb HQ672502 1 Uncultured bacterium clone FOP4500 S 024
1 gi 151933610 gb EF645947 1 Uncultured bacterium clone N60e 103
gi 124302393 gb EF379450 1 Uncultured bacterium clone TLC-PA3-31
OJ; gi 310785664 gb HM226370 1 Uncultured bacterium clone RF1B2B09
— gi 260069504 gb GQ348234 1 Uncultured marine bacterium clone SGSX799
gi 260071769 gb GQ350499 1 Uncultured marine bacterium clone SHBC739
8$| 729259950 gb KM461755 1 Uncultured Marinimicrobia bacterium clone ST010965 F3
gi 260071802 gb GQ350532 1 Uncultured marine bacterium clone SHBC788
0 gi 307567702 gb HQ163554 1 Uncultured bacterium clone SHZZ662
olk9i 260068247 gb GQ346977 1 Uncultured marine bacterium clone SGPZ651
0fgi 260071625 gb GQ350355 1 Uncultured marine bacterium clone SHBC563
gi 307567712 gb HQ163564 1 Uncultured bacterium clone SHZZ677
gi 260069303 gb GQ348033 1 Uncultured marine bacterium clone SGST537
&i 260070652 gb GQ349382 1 Uncultured marine bacterium clone SHAS477
gi 62959114 gb DQ009427 1 Uncultured marine bacterium clone SPOTSFEB02 70m8
—8.9]: gi 260070258 gb GQ348988 1 Uncultured marine bacterium clone SHAG592
§<F170421 1 Uncultured bacterium FPPP 13C3
gi 260071874 gb GQ350604 1 Uncultured marine bacterium clone SHBC883
gi 260068202 gb GQ346932 1 Uncultured marine bacterium clone SGPZ564
gi 151933624 gb EF645961 1 Uncultured bacterium clone N60e 133
gi 209922609 gb EU035866 2 Uncultured bacterium clone Kwat45
1 gi 729260061 gb KM461866 1 Uncultured Marinimicrobia bacterium clone ST070950 B7
JZ[Lgi 283854636 gb GQ337084 1 Uncultured SAR406 cluster bacterium clone NB2120b 88
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i 283854869 gb GQ337317 1 Uncultured SAR406 cluster bacterium clone NB2109b 70
AF355047 1 Uncultured delta proteobacterium Arctic96B-7
— i 260069474 gb GQ348204 1 Uncultured marine bacterium clone SGSX1123
_[ gi 729259938 gb KM461743 1 Uncultured Marinimicrobia bacterium clone ST010965 D7
GU474916 1 Uncultured SAR406 cluster bacterium HF0500 01L02
[gl 289451251 gb FJ980472 1 Uncultured bacterium clone 4E-008
gi 315363812 gb HQ674085 1 Uncultured bacterium clone FOP261000 S E04

WP Igi 289452239 gb FJ981460 1 Uncultured bacterium clone 3E-142
0.7 gi 315362884 gb HQ673157 1 Uncultured bacterium clone FOP41000 S F23
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-gi 289452110 gb FJ981331 1 Uncultured bacterium clone 3E-003

0 gi 289451871 gb FJ981092 1 Uncultured bacterium clone 2E-062

gi 289451856 gb FJ981077 1 Uncultured bacterium clone 2E-047

gi 289451305 gb FJ980526 1 Uncultured bacterium clone 4E-062

9.3 gi 289451594 gb FJ980815 1 Uncultured bacterium clone 1E-064

gi 289451302 gb FJ980523 1 Uncultured bacterium clone 4E-059

gi 315362451 gb HQ672724 1 Uncultured bacterium clone F9P12500 S M20

N 1 L gi 315362975 gb HQ673248 1 Uncultured bacterium clone FOP41000 S L04

0.5 9 gi 283854677 gb GQ337125 1 Uncultured SAR406 cluster bacterium clone CB0565b 54

8?— gi 283854717 gb GQ337165 1 Uncultured SAR406 cluster bacterium clone CB1201b 69

gi 289451320 gb FJ980541 1 Uncultured bacterium clone 4E-077

— i 289451905 gb FJ981126 1 Uncultured bacterium clone 2E-099

- 0i 289451932 gb FJ981153 1 Uncultured bacterium clone 2E-127

- Qi 289451892 gb FJ981113 1 Uncultured bacterium clone 2E-086

0f9 0:——gi 729260062 gb KM461867 1 Uncultured Marinimicrobia bacterium clone ST070950 B8

gi 315362539 gb HQ672812 1 Uncultured bacterium clone FOP26500 S B22
J{F‘— gi 315362623 gb HQ672896 1 Uncultured bacterium clone FOP26500 S G20
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0.3 gi 289451704 gb FJ980925 1 Uncultured bacterium clone 1E-180

0P gi 315362806 gb HQ673079 1 Uncultured bacterium clone FO9P41000 S B0O3

? —— @i 315362843 gb HQ673116 1 Uncultured bacterium clone F9P41000 S D09

gi 310947641 gb HQ433424 1 Uncultured SAR406 cluster bacterium clone 203-10-29
i 315364085 gb HQ674358 1 Uncultured bacterium clone F9P262000 S C14

égl 347663694 gb JNO18851 1 Uncultured bacterium clone 52-3-34

| 315364279 gb HQ674552 1 Uncultured bacterlum clone FO9P262000 S M22

gi 310947594 gb HQ433377 1 Uncultured SAR406 cluster bacterium clone 191-2-26

gi 347663676 gb JNO18833 1 Uncultured bacterium clone 52-3-07

gi 315363646 gb HQ673919 1 Uncultured bacterium clone FOP122000 S K05

gi 98971420 gb DQ513043 1 Uncultured bacterium clone FS142-10B-02

1'gi 315363707 gb HQ673980 1 Uncultured bacterium clone FO9P122000 S N19

gi 283854697 gb GQ337145 1 Uncultured SAR406 cluster bacterium clone CB1199b 61
D8 gi 283854795 gb GQ337243 1 Uncultured SAR406 cluster bacterium clone CB1891b 55
gi 315362135 gb HQ672408 1 Uncultured bacterium clone FOP4500 S J18

5gi 315362290 gb HQ672563 1 Uncultured bacterium clone F9P12500 S C11
gi 315362440 gb HQ672713 1 Uncultured bacterium clone FOP12500 S L24
gi 315362203 gb HQ672476 1 Uncultured bacterium clone FOP4500 S N0O9
gi 310814305 gb GU145485 1 Uncultured bacterium clone BS100
— gi 315363675 gb HQ673948 1 Uncultured bacterium clone FOP122000 S MO1
— i 315362019 gb HQ672292 1 Uncultured bacterium clone FOP4500 S D10

gi 260072512 gb GQ351242 1 Uncultured bacterium clone J8P41000 2E07
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ggi 315363423 gb HQ673696 1 Uncultured bacterium clone FOP121000 S JO7
gi 347663690 gb JNO18847 1 Uncultured bacterium clone 52-3-28
gi 315362816 gb HQ673089 1 Uncultured bacterium clone F9P41000 S B19
Q.1 [gl 326485781 gb GU940742 1 Uncultured bacterium clone N201B 341
gi 512129143 gb KC873537 1 Uncultured bacterium clone S62 048
gi 283854703 gb GQ337151 1 Uncultured SAR406 cluster bacterium clone CB1199b 91
1'HQ674572 1 Uncultured bacterium clone FOP262000 S N21
GU474892 1 Uncultured Marinimicrobia bacterium HF4000 22B16
gi 315364304 gb HQ674577 1 Uncultured bacterium clone FOP262000 S O02
11gi 460184955 gb KC522902 1 Uncultured bacterium clone CTD07 S13 2850m 18F
— gi 169640412 gb EU491156 1 Uncultured bacterium clone P9X2b3H06
1 L gi 549150237 dbj AB858515 1 Uncultured bacterium gene for
gi 260072529 gb GQ351259 1 Uncultured bacterium clone J8P41000 2HO01
gi 347663601 gb JNO18758 1 Uncultured bacterium clone 41-12-06
gi 260072466 gb GQ351196 1 Uncultured bacterium clone J8P41000 1HO2
.‘g 124377374 dbj AB292141 1 Uncultured bacterium gene for
Ibgi 315363967 gb HQ674240 1 Uncultured bacterium clone FO9P261000 S M09
gi 315363124 gb HQ673397 1 Uncultured bacterium clone FOP41300 E23
gi 260071862 gb GQ350592 1 Uncultured marine bacterium clone SHBC870
gi 315364152 gb HQ674425 1 Uncultured bacterium clone FOP262000 S G02
0#8gi 283854779 gb GQ337227 1 Uncultured SAR406 cluster bacterium clone CB1648b 77
{%I i 315363565 gb HQ673838 1 Uncultured bacterium clone F9P122000 S FO3
gi 315362637 gb HQ672910 1 Uncultured bacterium clone FOP26500 S H13
1 9i 315363087 gb HQ673360 1 Uncultured bacterium clone F9P41300 B24
90 gi 315363622 gb HQ673895 1 Uncultured bacterium clone FOP122000 S 117
dll- gi 260071265 gb GQ349995 1 Uncultured marine bacterium clone SHAZ596
Mt4gi 315362376 gb HQ672649 1 Uncultured bacterium clone FOP12500 S H11
gi 315363585 gb HQ673858 1 Uncultured bacterium clone FOP122000 S G08
gi 283854774 gb GQ337222 1 Uncultured SAR406 cluster bacterium clone CB1648b 40
-0i 315364340 gb HQ674613 1 Uncultured bacterium clone FOP262000 S P21
gi 260069963 gb GQ348693 1 Uncultured marine bacterium clone SHAB605
- gi 315362906 gb HQ673179 1 Uncultured bacterium clone FO9P41000 S HO5
gi 315364178 gb HQ674451 1 Uncultured bacterium clone FO9P262000 S H12
1 347663725 gb JN0O18882 1 Uncultured bacterium clone 52-3-69
0.1 gi 315363155 gb HQ673428 1 Uncultured bacterium clone FOP41300 G17
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0.1 - gi 383471000 gb JQ678400 1 Uncultured bacterium clone JAFBHP93
Egl 1150733 gb U41450 1 UEU41450 Uncultured eubacterium OCS307

gi 315362179 gb HQ672452 1 Uncultured bacterium clone F9P4500 S M05
e {gl 260072477 gb GQ351207 1 Uncultured bacterium clone J8P41000 2A04
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gi 301177202 gb HM798785 1 Uncultured SAR406 cluster bacterium clone PRTAB7918
gi 283854877 gb GQ337325 1 Uncultured SAR406 cluster bacterium clone NB2109b 90
- gi 315363158 gb HQ673431 1 Uncultured bacterium clone FOP41300 G24
1 gi 289451327 gb FJ980548 1 Uncultured bacterium clone 4E-084
6gi 289451702 gb FJ980923 1 Uncultured bacterium clone 1E-178
] gi 289452247 gb FJ981468 1 Uncultured bacterium clone 3E-150
0.9 gi 315362040 gb HQ672313 1 Uncultured bacterium clone FOP4500 S E18
0.3 -0, gi 289451950 gb FJ981171 1 Uncultured bacterium clone 2E-145
. —— i 315363845 gb HQ674118 1 Uncultured bacterium clone FOP261000 S G04
117 gi 215261921 emb AM911427 1 Uncultured bacterium partial
gi 315362051 gb HQ672324 1 Uncultured bacterium clone FOP4500 S FO7
-gi 215261967 emb AM911473 1 Uncultured bacterium partial
r gi 209869927 emb FM246673 1 Uncultured marine bacterium partial
gi 307567321 gb HQ163173 1 Uncultured bacterium clone SHZW475
gi 460184986 gb KC522933 1 Uncultured bacterium clone CTD07 S13 2850m 95F
gi 315363431 gb HQ673704 1 Uncultured bacterium clone FOP121000 S J17
_[ gi 451175364 gb KC197537 1 Uncultured bacterium clone GAL 3E4
gi 451175367 gb KC197540 1 Uncultured bacterium clone GAL 3E9
g| 193891079 gb EU817592 1 Uncultured bacterium clone 670m Bact8
{)gl 304650493 gb HQ015525 1 Uncultured bacterium clone ST13 500m clone18
gi 729259963 gb KM461768 1 Uncultured Marinimicrobia bacterium clone ST010965 H10
— @i 315362854 gb HQ673127 1 Uncultured bacterium clone F9P41000 S E02
5 —— i 315363923 gb HQ674196 1 Uncultured bacterium clone F9P261000 S KO3
g| 315362454 gb HQ672727 1 Uncultured bacterium clone FOP12500 S NO3
gi 322512343 gb HQ675668 1 SAR406 cluster bacterium SCGC AAA288-E05
i 83284488 gb DQ300753 1 Uncultured bacterium clone HF770 B3 P1
gi 315364075 gb HQ674348 1 Uncultured bacterium clone FOP262000 S B22
019gi 315364239 gb HQ674512 1 Uncultured bacterium clone FOP262000 S K13
gi 347663613 gb JNO18770 1 Uncultured bacterium clone 41-12-21
gi 347663707 gb JN018864 1 Uncultured bacterium clone 52-3-51
gi 315363832 gb HQ674105 1 Uncultured bacterium clone FO9P261000 S F13
gi 315363978 gb HQ674251 1 Uncultured bacterium clone FOP261000 S M23
gi 315362505 gb HQ672778 1 Uncultured bacterium clone FOP26500 S A07
[gi 156046540 gb EU092076 1 Uncultured marine bacterium clone A723901
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9gi 156046546 gb EU092082 1 Uncultured marine bacterium clone A723911
gi 315362791 gb HQ673064 1 Uncultured bacterium clone FOP41000 S AQ7
gi 14334254 gb AY033318 1 Uncultured bacterium MB13C05
ﬁ;[) gi 452096637 gb JX864735 1 Uncultured bacterium clone BF2009 Sep 21m H10
gi 2290744 gb AF001653 1 Uncultured eubacterium OCS146
—— @i 253796046 gb GQ259226 1 Uncultured bacterium clone water deep04
—— gi 148731551 gb EF573770 1 Uncultured bacterium clone S25 114
gi 148731527 gb EF573746 1 Uncultured bacterium clone S25 90
019gi 148732422 gb EF574641 1 Uncultured bacterium clone S25 985
019 gi 148730199 gb EF572418 1 Uncultured bacterium clone S23 517
gi 148733101 gb EF575320 1 Uncultured bacterium clone S25 1664
gi 190709195 gb EU804270 1 Uncultured bacterium clone 6C232172
i 190710016 gb EU805091 1 Uncultured bacterium clone 6C233076
gi 326485776 gb GU940737 1 Uncultured bacterium clone N201B 317
gi 512128417 gb KC872810 1 Uncultured bacterium clone S30 028
gi 148731290 gb EF573509 1 Uncultured bacterium clone S23 1608
gi 148732879 gb EF575098 1 Uncultured bacterium clone S25 1442
gi 156046511 gb EU092047 1 Uncultured marine bacterium clone A314911
gi 313118428 gb HQ443329 1 Uncultured bacterium clone MCR07 19C03
S gi 315361755 gb HQ672028 1 Uncultured bacterium clone FOP2610 S CO7
gi 62549162 gb AY907795 1 Uncultured bacterium clone A713808
gi 440509268 gb KC003262 1 Unidentified marine bacterioplankton clone E412B 45
i 512129609 gb KC874004 1 Uncultured bacterium clone S68 041
1'gi 326485959 gb GU940920 1 Uncultured bacterium clone N412B 45
gi 148730647 gb EF572866 1 Uncultured bacterium clone S23 965
0:43i 440507976 gb KC001970 1 Unidentified marine bacterioplankton clone P4-7B 127
— @i 148731438 gb EF573657 1 Uncultured bacterium clone S25 1
0. U34043 1 Uncultured eubacterium SAR406
gi 260070449 gb GQ349179 1 Uncultured marine bacterium clone SHAN505
0/&i 260070509 gb GQ349239 1 Uncultured marine bacterium clone SHAN623
11 gi 260070390 gb GQ349120 1 Uncultured marine bacterium clone SHAN395
gi 260070508 gb GQ349238 1 Uncultured marine bacterium clone SHANG21
gi 260070794 gb GQ349524 1 Uncultured marine bacterium clone SHAS704
Igi 260070461 gb GQ349191 1 Uncultured marine bacterium clone SHANS27
gi 729260051 gb KM461856 1 Uncultured Marinimicrobia bacterium clone ST070950 A5
_,— gi 315364200 gb HQ674473 1 Uncultured bacterium clone F9P262000 S 114
gi 347663758 gb JNO18915 1 Uncultured bacterium clone 65-11-22
— AY907803 1 Uncultured bacterium clone A714018
NI AF355046 1 Uncultured delta proteobacterium Arctic95A-2
AY458631 1 Uncultured marine bacterium 159 clone EBAC750-03B02
-gi 315363573 gb HQ673846 1 Uncultured bacterium clone F9P122000 S F14
gi 315362766 gb HQ673039 1 Uncultured bacterium clone FOP26500 S O19
gi 315363568 gb HQ673841 1 Uncultured bacterium clone FOP122000 S FO6
_[ GU474850 1 Uncultured SAR406 cluster bacterium HF0010 18013
SAR406 cluster bacterium SCGC AAA298-D23
1 —|j AF382116 1 Uncultured bacterium clone ZA3312c
SAR406 cluster bacterium SCGC AAA160-106
HQ673390 1 Uncultured bacterium clone F9P41300 EO3
HQ674365 1 Uncultured bacterium clone FO9P262000 S D03
_r gi 283854798 gb GQ337246 1 Uncultured SAR406 cluster bacterium clone CB1891b 75
SAR406 cluster bacterium SCGC AAA003-E22
——— DQ300775 1 Uncultured bacterium clone HF770 D10 P1
0.9 gi 315363497 gb HQ673770 1 Uncultured bacterium clone FOP122000 S A18
’ﬁAR406 cluster bacterium SCGC AAA003-L08
1 gi 315362015 gb HQ672288 1 Uncultured bacterium clone F9P4500 S D04
gi 315361673 gb HQ671946 1 Uncultured bacterium clone F9P1210 S M14
—% gi 315363634 gb HQ673907 1 Uncultured bacterium clone FOP122000 S J12
gi 98971466 gb DQ513089 1 Uncultured bacterium clone FS266-81B-03
AF382142 1 Uncultured bacterium clone ZA3648c
gi 260070808 gb GQ349538 1 Uncultured marine bacterium clone SHAS729
g| 260072125 gb GQ350855 1 Uncultured marine bacterium clone SHBH527
4g| 260072078 gb GQ350808 1 Uncultured marine bacterium clone SHBH433
i 260068791 gb GQ347521 1 Uncultured marine bacterium clone SGSH591
Qi 260072046 gb GQ350776 1 Uncultured marine bacterium clone SHBH1141
ol791 260072158 gb GQ350888 1 Uncultured marine bacterium clone SHBH596
g| 260068666 gb GQ347396 1 Uncultured marlne bacterlum clone SGSH1088
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gi 260069648 gb GQ348378 1 Uncultured marine bacterium clone SGTA501
i 260071986 gb GQ350716 1 Uncultured marine bacterium clone SHBH1034
Qi 260068637 gb GQ347367 1 Uncultured marine bacterium clone SGSH1026
gi 260070629 gb GQ349359 1 Uncultured marine bacterium clone SHAS434
i 260072344 gb GQ351074 1 Uncultured marine bacterium clone SHBH948
gi 260070643 gb GQ349373 1 Uncultured marine bacterium clone SHAS460
) gi 260069751 gb GQ348481 1 Uncultured marine bacterium clone SGTA706
gi 260068928 gb GQ347658 1 Uncultured marine bacterium clone SGSH895
i 260069601 gb GQ348331 1 Uncultured marine bacterium clone SGTA406
Qi 260070276 gb GQ349006 1 Uncultured marine bacterium clone SHAG620
gi 260068910 gb GQ347640 1 Uncultured marine bacterium clone SGSH856
@l 260069614 gb GQ348344 1 Uncultured marine bacterium clone SGTA434
gi 260072018 gb GQ350748 1 Uncultured marine bacterium clone SHBH1087
gi 260068799 gb GQ347529 1 Uncultured marine bacterium clone SGSH617
gi 260071995 gb GQ350725 1 Uncultured marine bacterium clone SHBH1047
1 260072310 gb GQ351040 1 Uncultured marine bacterium clone SHBH890
8 8GQ350809 1 Uncultured marine bacterium clone SHBH435
1 0i%i 307567840 gb HQ163692 1 Uncultured bacterium clone SIAC543
gi 260068624 gb GQ347354 1 Uncultured marine bacterium clone SGSH1003
17gi 260068702 gb GQ347432 1 Uncultured marine bacterium clone SGSH403
gi 260069602 gb GQ348332 1 Uncultured marine bacterium clone SGTA407
gi 260072221 gb GQ350951 1 Uncultured marine bacterium clone SHBH720
gi 260070286 gb GQ349016 1 Uncultured marine bacterium clone SHAG636
g| 260072194 gb GQ350924 1 Uncultured marine bacterium clone SHBH665
0lo~ 91 260070425 gb GQ349155 1 Uncultured marine bacterium clone SHAN462
gi 260070486 gb GQ349216 1 Uncultured marine bacterium clone SHAN580
D!9Qi 260071998 gb GQ350728 1 Uncultured marine bacterium clone SHBH1051
—gi 269131752 gb GU108527 1 Uncultured gamma proteobacterium clone V18-11
- gi 452814299 gb KC492866 1 Uncultured bacterium clone C36
— i 469665343 gb KC545714 1 Uncultured SAR406 cluster bacterium clone BFB040
——=45-1&&scaffold 922rc
_|j gi 219693615 gb FJ517138 1 Uncultured bacterium clone TDNP Wbc97 96 1 238
1 gi 321158664 dbj AB611156 1 Uncultured bacterium gene for
{gl 148613661 gb EF395643 1 Uncultured bacterium clone CBM01D05

gi 238926077 gb FJ973600 1 Uncultured bacterium clone SS WC 30
— 9i 233826871 gb FJ918434 1 Uncultured bacterium clone SI3PO0 cl5
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1 | gi 37624995 gb AY381288 1 Uncultured bacterium clone Lgja-39
gi 227353399 gb FJ628328 1 Uncultured bacterium clone Nit5Au0613 728
0.9 gi 260069613 gb GQ348343 1 Uncultured gamma proteobacterium clone SGTA433
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gi 189909304 gb EU570890 1 Uncultured bacterium clone NitSA0650 165

0.8

_r 45&8&scaffold 322rc
0 I 209869799 emb FM246547 1 Uncultured marine bacterium partial

JQ316609 1 Uncultured bacterium clone MIC1f04
SARA406 cluster bacterium JGI 0000039-D08

el AJ43p587 1 Caldothrix abyssi




